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Research progress of DNA Barcoding in medicinal plants
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Abstract:Biotechnology is an applied biological science research and engineering to increase the quantity and
improve the quality of human beings to meet the growing demand for bio—technology products. In recent
years,Panax counterfeit medicine flooding the market, for the control of its quality, and ensure safe and
effective clinical use, the application of modern biotechnology to identify the herbs ginseng genus of
great significance.
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